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Fig. (S1). PCR bands pattern of studied Capparis spinosa L. varieties;
canescens (1), deserti (2), inermis (3) with ISSR primers: 44-B,
HB-9, HB-10, HB-12 and HB-15 (a) and SCoT primers: SCoT-1,
SCoT-2, SCoT-3, SCoT-4 and SCoT-6 (b).




presence (0) indicating absence of band. Capparis spinosa L.

Table (S1). Banding pattern produced by ISSR primers; (1) indicating
varieties; canescens (1), deserti (2), inermis (3).

Species

M.W
bp

Band

44B

No

615
580
490
465

345

Total

1

1375
920
760
600
500
415

1

HB-9

Total

1
0

1430
1160
830
650
460

1
2

HB-10

300

Total

1
1

1 2340

2

HB-12

1760
930
630
320
285

Total

0

1290
825
715
615
400

1

HB-15

Total




Species

bp
1780
1060
930
820
665
430
265

M.W

Band
No

presence (0) indicating absence of band. Capparis spinosa L. varieties;

Table (S2). Banding pattern produced by SCoT primers; (1) indicating
canescens (1), deserti (2), inermis (3).
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Table (S2). Cont.

SCoT 6

1 1215 1 0 1 1 0 1 0 1 0
2 730 1 0 1 0 0 0 0 0 O
3 600 1 1 1 1 0 0 0 0 1
4 500 1 0 1 0 1 0 0 0o 1
5 440 1 1 1 1 1 1 1 1 1
6 375 1 0 1 1 1 1 1 1 1

Total 6 2 6 4 3 3 2 2 4

Table (S3). Genetic similarity matrix based on ISSR analysis among three
Capparis spinosa varieties estimated according to dice method.
Capparis spinosa L. varieties; canescens (1), deserti (2), inermis

(3).

1 2 3 4 5 6 7 8 9
1 1
2 018 1
3 052 069 1
4 037 016 049 1
5 0.18 0.60 069 056 1
6 023 042 036 039 023 1
7 082 064 073 060 082 083 1
8 081 060 089 076 100 094 065 1
9 034 014 029 012 052 000 073 071 1

Table (S4). Genetic similarity matrix based on SCoT analysis among three

Capparis spinosa varieties estimated according to dice method.

Capparis spinosa L. varieties; canescens (1), deserti (2),

inermis (3).

1 2 3 4 5 6 7 8 9
1 1
2 062 1
3 023 062 1
4 067 037 052 1
5 1.00 090 091 077 1
6 073 043 065 000 070 1
7 065 032 083 056 060 046 1
8 085 075 065 040 083 058 050 1
9 023 037 044 044 077 050 056 065 1




Table (S5). Genetic similarity matrix based on ISSR and SCoT analysis
combination among three Capparis spinosa varieties estimated
according to dice method. Capparis spinosa L. varieties;
canescens (1), deserti (2), inermis (3).

1 2 3 4 5 6 7 8 9

1
034 1
024 069 1

049 012 049 1

066 079 087 068 1

045 032 045 000 039 1

075 039 084 054 072 049 1

090 09 079 049 100 077 052 1
012 010 025 016 065 010 063 068 1
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